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Abstract ; The population of 149 recombination inbred lines ( RIL) derived from the cross of Charleston x Dongnong 594 were a-

dopted. QTLs of one-seed pod,two-seed pod,three-seed pod and four-seed pod form 2006 to 2008 were analyzed by composite
interval mapping( CIM ) and multiple intervals mapping( MIM ) method. Thirteen QTLs and 24 QTLs were mapped by CIM and

MIM method, respectively. QTLs were located on 11 linkage groups,and 1 QTL of one-seed pod was mapped by CIM method in
two years. One QTL of two-seed pod and 1 QTL of four-seed pod were mapped by MIM method in two years,and the QTL of
four-seed pod in two years could explain 72.5% and 37.6% phenotypic variation, respectively.
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Table 1 The phenotype for seed and pod traits of the RILs population and parents in three years

o GO Chaleon  AKS9  ROK ROMA | VHE GER WK Rz
Traits Year Dongnong 594 Max Min Mean SD Kurtosis Skewness
B 2006 4.2 3.6 11.7 2.1 5.23 2.01 0.44 0.82
Nop 2007 3.6 1.0 11.0 0.1 3.11 1.67 3.76 1.41
2008 1.0 1.7 7.5 0.3 2.03 1.30 2.79 1.45
— SRR 2006 17.8 13.8 28.5 7.2 15.33 4.03 0.09 0.42
NTP 2007 15.2 5.6 25.7 4.9 11.82 4.02 0.79 0.85
2008 3.2 4.3 15.9 1.7 6.47 2.77 0.89 0.91
EX e 2006 24.2 19.0 39.6 5.6 19.06 6.19 0.48 0.63
NThP 2007 23.2 17.0 41.5 9.7 21.19 5.77 0.13 0.49
2008 5.7 13.6 23.3 4.8 13.30 3.72 0.22 0.42
e 2006 0 3.0 19.0 0.0 2.95 3.33 5.26 2.05
NP 2007 0 3.8 11.0 0.0 2.47 2.75 0.51 1.16
2008 0 3.2 10.7 0.0 2.30 2.47 0.13 0.99

NOP : Number of one-seed pod; NTP:Number of two-seed pod ; NThP:Number of three-seed pod; NFP:;Number of four-seed pod
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Table 2 QTL mapping of seed and pod traits with CIM method in three years

LEXIN Efy oTL A PRICIKIE] R RAR IR S LoD &S JnPERL R

Traits Year Linkage group ~ Maker interval ~ Distance/cM R%*/% Additive effect

— ki A 2006 qNOP-10-1 10(E) sattl51-sattl17 5.0 1.6 3.07 9.27 -0.69

NOP qNOP-14-1 14(1) satt009-satt530 1.0 1.9 3.31 10.92 0.70

2007 gNOP-1-1 1(Al) satt200-satt164  16.0 0.4 5.80 15.79 0.81

qNOP-10-2 10(E) sattl51-sattll7 6.0 0.6 3.23 7.89 -0.53

qNOP-20-1 20(0) satt331-sattl73 1.0 14.4 3.82 10.24 -0.61

2008 gNOP-7-1 7(Dla) satt402-sat267 0.0 3.3 5.43 14.01 0.59

qNOP-7-2 7(Dla) satt273-satt502  11.0  27.6 2.84 22.99 -0.71

TR IER 2006 gNTP-7-1 7(Dla) satt495-satt584  11.0 1.8 3.90 22.56 -2.83

NTP 2007 gNTP-6-1 6(C2) sct_033-sat_097 15.0 10.7 3.26 18.28 -1.76

gNTP-15-1 15(J)) satt457-sati244 6.0 17.4 2.87 16.33 -1.70

2008 gNTP-8-1 8(D1b) satt266-satt157  12.0 0.8 4.21 12.51 1.03

= IERL 2007 qNThP-7-1 7(Dla) sat_112-satt373 13.0 0.3 2.84 7.70 1.66

NThP 2008 gNThP-3-1 3(Bl) sat_099-sat_113 0.0 91.7 3.32 8.73 1.29

NOP : Number of one-seed pod; NTP:Number of two-seed pod; NThP:Number of three-seed pod; NFP;Number of four-seed pod
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Table 3 QTL mapping of seed and pod traits with MIM method in three years
LE2N M oL TP PrRicX e AR IR pities JnPERL
Traits Year Linkage group ~ Maker interval ~ Distance/cM R/ % Additive effect
— i IERL 2006 qNOP-10-1 10(E) sattl51-sattl17 4.0 2.6 3.53 13.40 -1.12
NOP qNOP-10-3 10(E) satt231-satt045  12.0 7.5 2.04 11.80 1.06
qNOP-14-1 14(1) satt009-satt530 0.0 2.9 2.30 7.10 0.56
2007 qNOP-1-1 1(AL) sattl64-satt042 0.0  21.1 2.98 8.60 0.54
qNOP-7-1 7(Dla) satt373-sat_062 4.0 22.4 2.67 10.50 -0.52
2008 qNOP-7-2 7(Dla) satt402-satt267 0.0 3.3 6.41 15.40 0.72
qNOP-7-3 7(Dla) satt273-satt502  10.0  28.6 3.11 19. 80 -0.75
qNOP-10-2 10(E) sattl17-satt452 0.0 2.5 3.06 6.70 -0.37
ORISR 2006 qNTP-6-1 6(C2) sct_033-sat_097 15.0 10.7 1.16 6.50 -1.02
NTP 2007 qNTP-6-2 6(C2) sct_033-sat_097 16.0 9.7 2.41 12. 60 -1.55
qNTP-15-1 15()) satt457-satt244 1.0 22.4 2.46 9.10 -1.30
qNTP-19-1 19(N) sat_095-sat_ 091 0.0 17.6 1.62 3.60 0.88
2008 qNTP-7-1 7(Dla) satt402-satt267 0.0 3.3 3.92 8.60 1.22
qNTP-7-2 7(Dla) satt273-satt502 9.0  29.6 2.67 20. 80 -1.52
qNTP-8-1 8(D1b) satt266-satt157  12.0 0.8 2.94 8.80 0.85
=R 2006 qNThP-3-1 3(B1) sattl97-satt251 0.0  61.4 1.96 6.20 -1.91
NThP qNThP-19-1 19(N) satt445-satt257  27.0 3.9 1.38 4.60 -1.48
2007 qNThP-6-1 6(C2) satt372-satt076 1.0  43.2 1.19 6.10 -1.30
qNThP-7-1 7(Dla) sat_112-satt373 11.0 5.6 2.77 10. 60 1.81
2008 qNThP-1-1 1(Al) satt242-sat_105 0.0 24.0 1.32 3.20 -0.73
qNThP-3-2 3(Bl) satt229-sat_099 73.0 7.8 2.34 11.80 1.38
qNThP4-1 4(B2) sct_094-sat_083 9.0 3.5 1.16 4.50 -0.78
U7 SERL 2007 qNFP-6-1 6(C2) satt372-satt076  25.0  19.2 5.57 72.50 2.59
NFP 2008 qNFP-6-2 6(C2) satt372-satt076  27.0  17.2 6.42 37.60 1.84

NOP ; Number of one-seed pod ; NTP: Number of two-seed pod ; NThP; Number of three-seed pod; NFP;Number of four-seed pod
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