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Genetic Stability Analysis of the Fifth Generation of Transgenic Soybeans Ex-
pressing vy-linolenic Acid
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Abstract: The genetic stability of foreign gene and separation of A6-fad and bar gene were observed in the 5th generation of
transgenic soybeans expressing vy-linolenic acid. By PCR amplification and resistance testing of selective marker gene,the ge-
nome of transgenic soybeans TS824 and TS825 were integrated A6-fad gene( marker free) ; TS81,TS83,TS85,TS87,TS814,
TS816 and TS818 were integrated bar gene ; TS88 , TS89, TS810,TS813,TS815,TS816,TS817,TS819 and TS820 were integrat-
ed both A6-fad gene and bar gene ;neither A6-fad gene nor bar gene was detected in TS82 and TS86. The results showed that
A6-fad gene was stably maintained in the genome of part of transgenic soybeans,and A6-fad and bar gene of transgenic soy-
beans TS824 and TS825 were separated.
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M DI2000; Jk 8 1 ~ 20 TS81, TS82, TS83 , TS5 , TS86 , TS87 , TS8S , TS8Y , TS810 , TS811 , TS813 , TS814
TS815 . TS816 . TS817 \TS818 . TS819 \TS820 , TS824 TS825 #i Z 1 PCR =4y ; Jkilh 21 : LA JFikr pLINGO ShidR
) PCR 7740 ; Pkl 22 R4 3% M S8-CK ) PCR 7=4; F [l

M:DI2000 DNA ladder;Lanel 20 ; PCR product derived from TS81,TS82,TS83 , TS85,TS86 , TS87 ,TS88 , TS89,

TS810,TS811,TS813,TS814,TS815,TS816,TS817, TS818, TS819 , TS820, TS824 , TS825 ; Lane21 ; PCR product

derived from plasmid pLIN60 template ; Lane22 : PCR product derived from non-transgenic S8-CK ;the same below.
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Fig.1 PCR identification of A6-fad gene of transgenic soybeans in region I
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Fig.2 PCR indentification of bar gene of transgenic soybeans in region I
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Fig.3 Herbicide resistance testing of soybeans
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Table 1 Identification of A6-fad and bar gene amplification and resistance testing of herbicide
I'Ix IRES rx
Region [ Region [l Region Il
KEHRER s . . s s -

Sovbean lines AGfud 58 bar Y0 REAGUHE A6dad 4R bar BB BRAASCEE AGfad B barpRE BRAABCEE
A6-fad gene  bar gene Herbicide =~ A6-fad gene  bar gene Herbicide =~ A6-fad gene  bar gene Herbicide
amplification amplification  resistance  amplification amplification ~ resistance  amplification amplification resistance

TS81 - + + - + + - + +
TS82 - - - - - - - - -
TS83 - + + - -
TS85 - + + - + + - + +
TS86 - - - - - - - - -
TS87 - + + - + + - + +
TS88 + + + + + +
TS89 + + + + + +
TS810 + + + + + +
TS811 - + + . + + - + +
TS813 + + + + + + + + +
TS814 - + + - + + - + +
TS815 + + + + + + + + +
TS816 + + + + + + + + +
TS817 + + + + + + + + +
TS818 - + + - + + - + +
TS5819 + + + + + + + + +
TS820 + + + / / / / / /
TS824 + - - + - - + - -
TS825 + - - + - - + - -
S8-CK - - - - - - - - -
Frh + T RORKIN SR A, - ORI G B FOR R
“ + ”indicates positive testing results,“ — ”indicates negative testing results,“/” indicates losing results.
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