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Prokaryotic Expression and Protein Purification of GmERF6 Gene
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Abstract: Ethylene-responsive factors( ERFs)belong to a large family of transcription factors that are specific to plants, ERFs
are extensively involved in the responses to biotic and abiotic stresses. A new ERF transcription factor-GmERF6 in soybean was
subcloned into prokaryotic expression vector pET28 to get the expression protein for further study. The constructed vector
pET28-GmERF6 was transformed into Rosetta( DE3) to get the recombinant protein by IPTG induction. The result indicated
that an 30 kDa recombinant protein was expressed when the concentration and induction time of IPTG were 0.3 mmol-L ™" and
3 h,respectively, the recombinant protein was mainly existed in inclusion body form through SDS-PAGE analysis. After the in-
clusion body was dissolved with 8 mol+L ™" urea, the high quality recombinant protein was obtained through Ni column purifica-
tion and its concentration was 0.56 mg-mL ™" after determined by Bradford method.
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