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Sensitivity of Different Genotype Soybean Callus to Agrobacterium EHA105
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Abstract: Soybean genotype has great impact on efficiency of genetic transformation. It is easy and convenient to evaluate the

transgenic soybean by transient expression of GUS gene. This paper studied the sensitivity of eight genotypes to Agrobacterium

EHA105 by GUS gene transient expression and staining times of GUS gene in soybean callus. The results showed that the sensi-

tivity to Agrobacterium EHA105 varied with genotypes,the staining of Jilind7 and Dongnong42 were the best among the 8 soy-

bean types indicated that soybean callus of Jilin47 and Dongnongd2 were more sensitive to EHA105 ;the staining time was also

varied with genotypes, appropriate GUS staining time was from 9 to 10 h.
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Fig.1  Structure map of plant expression
vector pCAMBIA1301
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The left one in each photo was no-transformed soybean callus, the right one was infected by Agrobacterium EHA105
with plant expression vectors pCAMBIA1301.
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Fig.3 GUS staining of soybean callus
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