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Genetic Diversity Analysis of New Wild Soybean Collection in Guangxi
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Abstract: Two hundred accessions of wild soybean, collected from Guangxi province were used as materials in this study.

Twenty-three pairs SSR primers were used to analyze the genetic diversity of these materials. The result showed that one hun-

dred and thirty-seven bands were amplified in twenty-three pairs SSR primers, with each locus has 5. 96 bands. Genetic diver-

sity index showed that distribution of Simpson index was 0. 503 —0. 834, distribution of Shannon-weaver index was 0. 407 —

1. 444, and the dicesimilarity was 0. 266 — 0. 969, which suggestted that wild soybean collected from Guangxi had abundant

genetic diversity. Clustering analysis showed that, two hundred accessions of wild soybean were divided into 3 categories. The

genetic distance was very close among the materials in one population and also the materials of different populations because of

their similar habitat. However, there were genetics differentiations in a same population.
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Table 1 Genetic diversity index of 23 loci SSR primers
R Simpson 5% R Simpson $5%X
SSR 514 L L Shannon $54{  SSR 5|4 LB Shannon $§%§

Linkage Simpson Linkage Simpson

Primer Alleles H' Primer Alleles H'
group index group index

Satt197 Bl 10 0.834 1. 444 Satt462 L 7 0.726 0. 644
Satt453 B1 5 0.723 0. 541 Sat_099 L 5 0.584 0. 457
Satt556 B2 6 0. 759 0. 627 Satt022 N 5 0.719 0. 621
Satt577 B2 11 0.774 0.747 Satt590 M 4 0.503 0. 407
Satt180 Cl 4 0. 689 0. 621 Satt243 (0] 9 0. 823 0. 826
Satt002 D2 6 0.742 0. 690 Satt259 (0] 6 0. 603 0. 689
Satt226 D2 3 0.523 0. 633 Satt345 (0] 7 0. 658 0.572
Satt268 E 7 0. 608 0.962 Satt184 Dla+Q 5 0.711 0.611
Sat_122 E 4 0.714 0.593 Satt203 Dla+Q 4 0. 609 0.575
Satt146 F 4 0. 543 0.622 Satt267 Dla+Q 6 0.731 0.754
Satt279 H 7 0.752 0. 801 Satt216 D1b + W 5 0.744 0. 561
Satt442 H 7 0.769 0.719 SF- 14 Mean 5.96 0. 689 0. 683

2.2 miiE R RS

FIHI NTSYS 2. 10 A5 200 £y B A= K44
HE] A E AL AR AL R , ¢ BRI BB bR AH L8] F) 382 4% A
AFR ) o3 AR VLR 0. 266 ~ 0. 969, -3 4 0. 7205
LR ST 0. 031 ~0. 634 Z ], Ryt LR
0.280, AR¥E 23 XF5¥1E 200 3 EF A K GA R R
WARAFIY 137 S50 78 5, ] UPMGA 354 SSR
REK(E 1) o XF 200 {38 A KRG HEAT R4l
HEW, ATRHERX SO R 3 R, B 1 R E
FONMRE 102, Bk 102 D15 4R R E 2R T Bz,
WA T PH B EL 3l ) T 5 2 2 RS 15 (B

HEREL, FEWAE T RNE FEHE I8 3 By
4 SRR o B AR R R AR S 3 R,
184 A4 Ak, BRI AR HELLN X %22 B 4 )i
H e AORE GRS 26 1~ S, 4
RERIMEF A= R B IR AL AL R %L 0. 74 ~ 0. 87 Z[H]
AR XTI, P ER 3 RRAEBAL M E R A
0.74 XK 6 WA, 7] X 1Y K H 3 b1 Bl 2R
B b, R e A2 M B AR BT, (E H R oA 3 2 4R
REN T H e, R R L KGR X A7
UIRTA=R g ke LS N A S AP T e S NG OF
AR RIS AT —E AN



ea

a#

048

7
— e ————3¢
L ;5
| el - 4
S | i
- - = ’102
0.61 0.74 0.87 1.00
Coefficient
E & &4) OP aa(FE
aa, 6 "l & aaa "'#



234 eSS ) PR O B A K B A SRR AT 383

3 RS

ZAEFEFI 23 X SSR 51 45%F 200 £ ) UK HF
AR TR TR Z R S b, SRS 137 A
SRR S SEA R SR H TR Ry 3 ~ 11 A, P24 g0t
SSR 519 Myt 5. 96 A4~ ; SSR i i 1 Simpson $5 %L
A AR IR 0. 503 ~ 0. 834, 5F-14 K 0. 689 ; Shannon-
weaver 75 B0 73 A5 38 Bl b 0. 407 ~ 1.444  SF- ¥ K
0. 683 ; Wt f& AHL R 53 A1 JE [ A 0. 266 ~ 0. 969 , °F-
PIAARI R %R 0. 720, AR4E SSR ZrFAric & 4
X} 200 £ B A KRG AT RIS, AT LI 26 8L 53
3 R, [l—H X A IR A3 A1 R4 3R 3 — e vy, RITast
PR B AR, H L A 3 MR R 2 T H B 2R
rp, FR B AR R GRS A AR B A )
b, P A R G R AL 2 HE M S M EOR R B AR R
B AR BA — A G

PR AE R 12 XF SSR 5%t 67 4732 Bp A
RGFPBTHAT 1 astE Z AR A, S AG i 21 184 4
SR KL RS S, S Y A s SR SR A H
15. 41 > 2 A4t DL 65 3 AR b b X Wi 5 1 21

GRS 5 HOR R AR R A 44 B IR AT I
TR AR, R 60 XF SSR B4 kAT it 1% 404 , 45
TR BLTE 22 A 5 3845 Z2 AR 1 18 25T
T AR S B TR, 62 D Ar S Bl gk
PORHITREA BT AR A L L B U ) 9 - Y st
AR ZLCR 0. 1918, LI W 4 1 A4 R fifi 45 B A=
KGN i5AE Z R KA B4 &, X B A2 R G AT
KNI SRS A A . R4 I 33 %)
SSR 5973 M B 48 268 0y B A K Gk R, RG]
| 443 SR S B> SSR A S A S AR S
H6~22 4 44k 13.4 4>, SSR 5|4 Simpson 15
B 391E A 0. 7196 5 Shannon-weaver 35 %5 (14 F- 24
{E 1. 7741, T R4 R 30 X SSR 5145047 1
49 3 L7 R S B9 AR DR 2 B4R, ARG I 3] 208 A48
A8 5 B SSR S R S S ST L R 4 ~ 11 A,
12 T A5 51 Shannon-weaver 5 £ 4347 i
I 0. 7451 ~ 2. 1081, 7250 1. 5030 ; {3 45 2 45 4
B & (PIC) {H A/ 75 Bl 5 0. 3813 ~ 0. 8575, %14
Sy 0.7007,, FEHEARAE ] 40 X SSR 51440 T
At Hb X B A= K G R AR BB i it AL 45 i St e 2
FEPE, 10 A B e A il 2] 526 45607 48 5, F- 34 5
X5 9 A5 B R A 13,15 A, # - F-34 Shannon
$EHCH 0.658., TFH4 R AT 27 Xt SSR 5144
ZRUTHEHL X 1Y 370 SR Me VAR 1) 2 4 B AR R A
BHEAT AR ZFEE 538,27 4~ SSR AL s 474 th 209
DB, EY AN S E AR ECH R 7. 74
4>, SSR {3f & Simpson 8 %% & 0.3998 ~ 0. 8358,
Shannon-weaver 382 & 0. 7567 ~ 1. 9879 , 3% 4K 1+ i
i DXHF A R G MR R I B st 2. X
L R TR A5 2R I WE 5T 14 200 1 b1 L AR SR B0

TR R st Z R A 5 A5 AR A X R U8 J
N RBOX SR ATREA 3 DR — 2 AR AR
(AR Bl A B A8, B A ) PR AR 2R 56
TORBEFCR N SSR BIE H IR D =R R
AREIBAE K, Bl T —s e 5, KW, A0
BEARS TV BB A R IR TR RO AR
FEFFIH

b, satt197 | satt577 N satt243 5| W52 T
AL G 1 (0 S5 61 A8 S AU £, 1T . Simpson 45 44
I Shannon-weaver #§ £ 3:A, L o] DAL S i
TP R S B B R ) S R st A 2 AT

S 3k

[1] ZEmfe, HFE, ZE0. FERNRE ARG S C R
AR TR ZREVE LR [ T]. R 8L BRI 24, 2003, 4
(4):345349. (Li X H, Tian Z G, Li F S. Genetic analysis of
newly collected wild soybean materials and conserved germplasm
from the same place [ J]. Journal of Plant Genetic Resources,
2003, 4(4): 345-349.)

(2] ER. WEEEAREREERESHEEID]. B L
PP KA, 2006, 24-26. (Wang G. The genetic diversity of
annual wild soybeans in Henan province[ D]. Yangling: North-
west A & F university, 2006, 24-26. )

[31 FR, WL, skfisl, 55 (P98 BP2E R ST fL S
HrlJ]. sPELOBR2F, 2008, 41(7); 21822190, ( Wang G,
Hu Z, Zhang B Q, et al. Genetic diversity analysis of Shanxi’ s
wild soybean ( Glycine soja) [ J]. Scientia Agricultura Sinica,
2008, 41(7) . 2182-2190. )

(4] ™=peky, A, Erofh. Ut X B A R SR RE SSR fRid
Rt SR ()], HPAE S5, 2008, 32 (4): 938-
950. (Yan M F, Li X H, Wang K J. Evalution of genetic diversi-
ty by SSR markers for natural populations of wild soybean ( Glycine
soja) growing in the region of Beijing[ J]. China Journal of Plant
Ecology, 2008, 32 (4) 938-950. )

[S] FEH, FFR, e, & WALREHTELIXE 4 R SSR
ZHMNTT]. RERE, 2010, 29(4) : 555-558. ( Wang
D, Qiao Y K, Han F X, et al. Genetic diversity of Glycine soja in
eastern coastal area of Hebei province [ J]. Soybean Science,
2010, 29(4) : 555-558.)

[6] JHBAE. /MR RA R AR DNA PR B[], KR
B, 1999, 18 (4): 318-321. (Zhou S J. Rapid isolation of
soybean DNA for PCR with large numbers of small samples[ J].
Soybean Science, 1999, 18(4) . 318-321.)

(7] Wite, W, HoKkAE, % B P EBCOR S (Glycine max
(L.) Merr) fifi ik SSR 002 WFSTLT]. P AR 24,
2003, 36(4) : 360-366. (Xie H, Chang R Z, Cao Y S, et al.
Selection of core SSR loci by using Chinese autumn soybean|[ J].
Scientia Agricultura Sinica, 2003, 36(4) : 360-366. )

[8] k. by Uik MY AR K G BE I A ICAR S5 s - ZRE R I
SSR 4MT[D]. MERIERE: MSEd Al R, 2008 22. (Gao
H. Genetic diversity of newly collected wild soybean in coastal
land in north of China revealed by SSR markers[ D]. Hohhot: In-
ner Mongolia Agricultural University, 2008 ; 22. )

[9] Ak, Evidh, Hel. PEF A R SR BT BT SSR fi 55t 5 £
FEVEZATT]. PYILHEY 24k, 2002, 2(4) : 751-757. (Hai L,
Wang K J, Yang K. Genetic diversity of semi-wild soybean using
SSR markers [ J]. Acta Botanica Boreali Occidentalia Sinica,

2002, 22(4) : 751757.)



