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Abstract: To establish an efficient transformation system of embryonic tips of soybean mature seeds, effects of 6-BA and hy-
gromycin B concentration were studied during biolistics transformation of soybean [ Glycine max ( L.) Merrill cv
‘Hedoul2’ ]. The UidA (GUS) gene was employed as a reporter gene to reveal the foreign gene expression and integration.
Both number and elongation length of multiple shoot reached the highest values at 5 mg « L ™' 6-BA for 16 h induction of em-
bryonic tips of mature seeds. The optimal selection scheme of transformants was a gradient concentration of hygromycin B from
5mg- L™ to15 mg- L™". The expression of GUS gene was observed in both embryonic tips after particle bombardment and
young leaves of progeny transformants. The integration of GUS gene into the soybean genome was demonstrated by PCR and se-

quencing analysis.
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Fig.1 Effects of 6-BA concentration on both number

and elongation length of multiple shoot
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Fig.2 Effect of hygromycin B concentration on

shoot elongation length
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