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Approaches to Agrobacterium-mediated Transformation in Soybean
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Sciences, Beijing 100081, China)

Abstract ; Genetic transformation of soybean ( Glycine max (L) Merr. ) depends mainly on Agrobacterium mediation system.

In this review, the authors introduced the modifications of the technical procedures in this system including the selection of

genotypes, explants, strains and makers, plasmid reconstruction, and application of additive agents, etc. We analyzed the

disadvantages of this system and took an outlook for the improvement of Agrobacterium-mediated transformation system in soy-

bean in the near future as well.
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Schematic diagram of Agrobacterium-mediated transformation in plant cell
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