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Introduction of Anti-pest Gene (cry V) to Soybean via Pollen-Tube Pathway
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Abstract ; Anti-pest gene (cry V) was introduced to soybean via pollen-tube pathway during blossom period. 1211 flowers out
of 2760 ones survived 3 days after the operation, the survival rate and podding rate was 43.88% and 33. 6% , respectively.
The harvested seeds were planted in greenhouse and 5 plants with positive result were obtained after Km screening, PCR
identification, southern-blot testing and RT-PCR testing. Results suggestted that the anti-pest gene (cry V) were successfully
introduced into those 5 plants and the transformation rate was 1.8%o.
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Table 1 Podding analysis of soybean plant transformed by pollen-tube pathway
it i e AL bR g B3 B EES
Variety Plant No. Pod No. Seeds No. Podding Rate/%

% 4¢ 42 Dongnong 42 230 131 261 56.96
754k 48 Dongnong 48 253 117 230 46.2
% 4¢ 46 Dongnong 46 530 227 547 42.8
%4 47 Dongnong 47 540 114 268 21.11
i 4% 44 Dongnong 44 1207 337 853 27.9
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Table 2 Detection results of seeds via pollen-tube pathwy
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No. of resistant No. of PCR + No. of Southern + No. of RT-PCR Percentage of
Genotypes No. of explants .
plants plants plants + plants transformation/ %
%4 42 Dongnong 42 261 9 5 5 1.8
% 4¢ 48 Dongnong 48 230 0 -
% 4¢ 46 Dongnong 46 547 5 0
% 4¢ 47 Dongnong 47 268 3
75 4% 44 Dongnong 44 853 0
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Fig.3 PCR results of cryV with special primer
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