K &G B2 Vol. 28 No.4
SOYBEAN SCIENCE Aug. 2009

B2 H4M
2009 4F 8 A

EMS X KE“FR 94- 16" REFREMT B REBDREMAE SSR 217
PRIT R, B 5K

(R EARN REERERIFE T [ R R ARH)8 -5 i BIT ] 2 B md SE 2, Y95 gt 210095)

WO LR 2 (EMS) S — R SE | AR 4 1 SR IR AR A . SR T] EMS AbBER T F AR 94-167 YRR T,
TEA) A M K T G AR (R Rty b — 25 T R AR R, 345 95 125 2B Fh T MRS S 1 58 A8 B
Bl R 200 %F SSR ARIC SR Hrp R 2K 1 B AL AE O SRR MR B AR R HEAT T %2 o 45 R W1 . 150t A
FOAAR IR R A T S A AR 5 AR 1 8 A P AL AT LR S 0 R 0 B8, T L T 412 38 K 7 B0 g ik R R R 5% 14
TP

K{#iF : EMS; K5 ; %A {K ;SSR

FE 525 :5565. 1 XHRERIRAEG A X EHE:1000-9841(2009)04-0574-04

Construction of Mutant Pools for Soybean “Nannong 94-16" Induced by EMS
and Analysis of SSR Marker on Several Mutants
CHEN Yuan-dong, YU De- yue

(Soybean Research Institute ,Nanjing Agricultural University, National Center for Soybean Improvement , State Key Laboratory of Crop Genetics and Germ-

plasm Enhancement, Nanjing 210095, Jiangsu , China)

Abstract . EMS is a stable and effective mutagen. In this study, soybean mutant pools were constructed by treating the seeds
of soybean“Nannong 94-16” with EMS. These pools include 95 mutants of stem, leaf, cotyledon, flower and seed. In addi-
tion,200 SSR primer pairs were used to characterize several mutants such as high- protein content mutant, revealing poly-
morphism between mutants and base materials. These mutant pools created for” Nannong 94-16" will be valuable for the re-
search in breeding and functional genomics soybean.
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