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Genetic Control of Phosphate Stress in Legumes
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Abstract: The world’s arable land is lack of phosphorus. Because of resource limitation, the manufacture of P fertilizer be-

comes more costly and less available. Currently , studying the mechanism of adaptive strategies that make plants highly effec-

tively utilize P is a popular issue. Here we reported P-responsive genes improving acquisition ,use, and remobilization of P,

including P stress-induced ESTs,P stress- responsive transcription factors, P stress- responsive MICRORNAs, sugar signals

and phytohormones. It will be useful for advanced research.
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