K & B Vol.28 No. I
SOYBEAN SCIENCE Feb. 2009

FE H1H
2009 4f 2 A

BF & K E (Glycine soja) C2H2 BEFIEE B E RN TES F 5 57
A& kbR, EHA HER

(PR RIE T o A R SR 2 e, BRIBTL WG JRYE 150025 5 B IE A RO Bl e Wi 5 4RSS, BRJRTE WA/ 150086)

i  E:ARYEKE SCOF-1 1y CDs K IHES 54, i PCR A1 RT - PCR MEFA: K 01-197 H 5o f 5 & 748
51y C2H2 BVRHE R (L, 4 h GIC2H2 , GenBank %55y FI172776, Sof FUb A7 4% 1 A0 SR 17 Y54 43
Je BRGE RS S SRR %I N TE N 75 T, KBl 702bp, 43 T8 25. 13KD, 55 HiAth B 45 2 11 58 A 1R 5
{9 1A, S0 5 A M B A

SE4EIR B 2E KT C2H2 FUATHS R 1 KL e
FE 525 :5565. 1 XHEFRIRAEG: A X E 42 :1000-9841(2009)01-0021-05

Cloning and Sequence Analysis of a C2H2 type Zinc Finger Protein Gene from
Glycine soja
BAI Jing' ,ZHANG Bi-xian”,LI Xin-ling' ,XU Xiang- ling'

(! Life Science and Technology Institute , Harbin Normal University , Harbin 150025 , Heilongjiang ; 2 Post- doctorial Station of Heilongjiang Academy of Agri-
cultural Science,Harbin 150080, Heilongjiang, China )

Abstract ; Specific primers were designed according to the soybean SCOF-1 of CDs from the GenBank ,C2H2-type Zinc fin-
ger protein gene containing two zinc finger,named GjC2H2 was cloned through the PCR and RT-PCR from the wild soybean
01-197 ,and the GenBank accession number was FJ172776. Homogenesis and phylogeny analysis of nucleotide, amino acid
sequence showed that there was no intron in the gene,the length of the gene was 702 bps, molecular weight was 25. 13 KD,
and the gene and other zinc finger protein gene had a high homology. It is presumed that the gene GjC2H2 is related with
stress tolerance in plants.
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Fig.2 Agarose gel electrophoresis of RNA
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Fig.5 The nucleotide sequence and deduced amino acid sequence for GiC2H2( C2H2 zinc finger motif is underlined )
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Fig.6  GjC2H2 with other homologous gene of phylogenetic analysis
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Fig.7 Alignment of GjC2H2 with Arabidopsis thaliana, Petunia, Glycine max,

Medicago sativa C2H2- type zinc finger proteins
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