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Transformation of SPS Gene into Soybean via Agrobacterium- mediated Method

SONG Wen-wen, LIU Bao- hui, YANG Ming- liang, ZHANG Ying, WANG Ji- an

(Soybean Research Institute , Northeast Agricultural University/Key Laboratory of National Educational Department, Harbin 150030, Heilongjiang , China)

Abstract ; The low efficiency of soybean genetic transformation was contributed by restricted soybean genotypes as receptors,
the faultiness of tissue culture system,etc. Through Agrobacterium-mediated transformation of cotyledonary node , the most of
genetic plants were chimeras. Consequently, it was difficult to select genetic transformation plants. Another popularly used
method- Particle Bombardment, whose technique was hard to operate, easily resulted in gene silence. In this research, SPS
gene was transformed into embryonic tips of soybean via Agrobacterium- mediated method. The embryonic tip was primary
meristem which originated from primordial meristem , therefore it had strong dividing capability. Regeneration cells were de-
rived from genetic cells,which decreased the possibility of being chimeras. The regenerated plants, which were resistant to

Kanamycin, were obtained and examined by PCR and Southern blot. The results indicated that the target gene had been

transformed into soybean genome.
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Fig. 1 Structures of vectors used for soybean transformation
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Fig.2 A. Embryonic tips just inoculated into germination media;B. Embryonic tips cultured 48 h in germination media;

C. Elongating buds ; D. Kanamycin- resistant plant
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Fig.3 Lane M. DI2000 DNA Marker;Lane 1 :positive control;
Lane 2 :negative control ;Lane 3.wild type;
Lane 4-9:PCR positive plants
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