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Tagging SSR Markers for Resistant Gene to Phytophthora Root Rot in Soybean
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(Soybean Institute of Heilongjiang Academy of Agricultural Sciences, Harbin 150086 , Heilongjiang, China )

Abstract ; Phytophthora root rot is an important soybean disease, which can influence the yield. To map SSR makers link
with resistant genes to soybean Phytophthora root rot,Hefeng 25 and Kangxian 2 were crossed and the F,seperation popula-
tion was obtained. 350 pair of SSR primers were screened and 52 pairs have polymorphism. BSA ( Bulked segregation analy-
sis) method was used to screen the polymorphic and diverge primers,one pair of polymorphic primer, Scaa003,located on
LG J was tagged. The examination rate of Scaa003 between 10 sensitive soybean cultivars and 4 resistant soybean cultivars

reached 100% . Result shows that the primer has the common characteristic for the examination, it can provide the theoretic

base for selecting the soybean materials which have the resistance to the soybean Phytophthora sojae Race 1.
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Fig.1 Polymorphic SSR primers screened between parents
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Fig.2  Polymorphic SSR primers screened

between BSA pools
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Fig.3 Result of the amplification of Scaa003 in some plants of F, population
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12. Kottman , 13. Z4¢ 14 14, 28307 19,15, B4 35,16. B4 37,

1. Hefeng 25,2. Kangxian 2,3. Haibu,4. Aoyuan 1,5. Suinong 10,6. Strong,7. MN1401,8. MN1302,9. MN1801, 10. Hefeng
34 ,11. Meilite, 12. Kottman, 13. Suinong 14 ,14. Heihe 19,15. Heinong 35,16. Heinong 37.
€14 Scaa003 7EHABHT B bl g 1 45 2R

Fig.4 Result of the amplification of Scaa003 in other resistant or sensitive cultivars
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