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Abstract : The collection, improvement and innovation of germplasm resources are main ways to enrich the genetic basis of
soybean. The genetic diversity of 84 accession of wild soybean from Russia and Heilongjiang province, China,and 39 acces-
sion of cultivated soybean from Northeast China,was studied by SSR technique. Forty-five SSR primers were synthesized ac-
cording to published data,and 12 out of them had polymorphic alleles. A total of 50 alleles were observed ,the number of al-
leles in different loci ranged from 2 to 7, averaging 4. 17 per locus , the average polymorphism information content (PIC) was
0. 595. Cluster analysis showed that wild and cultivated soybean belonged to two species from the dendgrom at the site of ge-
netic similarity coefficient 0. 734, which conformed to phenotypic results. The average genetic distance of wild soybean and
cultivated soybean were 0.2595 and 0. 1895 respectively, which suggested that wild soybean had more polymorphism than
that of cultivated soybean. Hence ,wild soybean from Russia and Northeast China could be used to broaden the genetic basis
of cultivated soybean in Northeast China.
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Table 1 ~ Wild soybean materials and origin
Hs ORI || WS R || RE e
No. Origin || No. Origin || No. Origin
kbl R kbh28 R yx21  MZZW-1 Xinganmeng- 1
kb2 R kb29 R yx22  247291-2 Xinganmeng-2
kb3 R kb30 R yx23 2477943 Xinganmeng-3
kb4 R kb31 R yx24 i {7 Tonghe
kb5 R kh32 R yx25 AL Gaolenghong
kb6 R kb33 R yx26 2245 Hulanliuye
kb7 R kh34 R yx27 i &db Shangzhibei
kb8 R kh35 R yx28 FAF J1-1 Yabuli -1
kb9 R kh36 R yx29 I 2% Hulan
kb10 R kh37 R yx30 A f3-2 Yabuli -2
kbl1 R kh38 R yx31  Jf 4-1 Kangjin-1
kb12 R kb39 R yx32  #EF Yanshou
kb13 R kb40 R yx33  ZEF P Yanshouxi
kbh14 R kb41 R y34  E3E%-1 Wyjimi-1
kb15 R kb42 R yx35  Hiki-1 Shangzhi-1
kb16 R kb43 R yx36  I2%-1 Hulan-1
kb17 R kb44 R yx37  D%FE4A Xinglongzhen
kb18 R kb45 R yx38 3§ Acheng
kb19 R kb46 R yx39 7 %5-2 Wujimi-2
kb20 R kb47 R yx40 Jf 4:-2 Kangjin-2
kbh21 R kbh48 R yx41 1§ L1l Maoershan
kb22 R kb49 R yx42 154 A Xudongfeng
kb23 R kb50 R yx43  I¥2%2-2 Hulan-2
kb24 R kb51 R yxd44 /NI Xiaoling
kb25 R kb52 R yx45  W.A5 }1-3 Yabuli-3
kh26 R kb53 R yx46 [ d5-2 Shangzhi-2
kb27 R kb54 R yx47/yx48

R:Russia
1.4 SSR 4#f

B AR Z SRR 20 WL, & R E L 20 DNA
2 wL;10 x Buffer( £ Mg®*)3.0 plL; dNTPs(2.0 Mol
L™')1.6 pL;Primer Pair 2 plL;Taq il (2 U pL7™")
0.3 wL;ddH,0 11.1 pL, 15 pL A7k % .
PCR W 7 :94°C FiZE ¥ 5 min, 1 MG ;94°C 48
PE 30 $;47°C 3B 'k 30 s;72°C FEA# 30 5335 NMEI;
T2°CHEM 5 min, 1 DMER;4CLR1F. KN FE Gene
Amp PCR System 9700 | #4175, PCR ;=¥)% H] 6%
PA 60W LKA, REAH ST 458 .
1.5 HiEE

AN SSR 5, A1 F0 e85 3R N 1A,
BRI RAGH . R A F Uk 4 R i B e
FIIH NTSYSpe 2. 02a £, LA BLAH T 52 42 ( Simple
matching cofficient, SM) #£47 Similarity 4347, 11 B 45
2| [ 22 £ 19 35t 1% A U ( genetic similarity, GS) , i1
AN GS =m/(m +n) , H m Sy 5 A i) 3
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ARVHFECH , n 225 ECH . 8% BE B (genetic
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LTI B A% 2R, fi RN B — L SR ER 1 SR
5 SRR AR I NTSYSpe 2. 02a 4k
PEIEAT R 0T R85 AR DL 2 000 e ) Bt -, ]
UPGMA ( Unweighted Paired Group Method Using A-
rithmetic Averages) J7 M2 121 (M B2 T &
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Table 2 Cultivated soybean materials and origin

G e S ETRes B3 ZFx

No Origin Variety name No. Origin Variety name
zx1 NE| 5¢ 5 12 Mengdou 12 72x21 LT L k3 34 Tiefeng 34
7x2 NEL| %27 13 Mengdou 13 7x22 7L k3 35 Tiefeng 35
7x3 REum! 5% 5. 14 Mengdou 14 72x23 HMT FHH 59 Jiyu 59

7x4 [NEauR! 5211 16 Mengdou 16 2x24 AR A 65 Jiyu 65
7x5 NEl 5¢ 5 17 Mengdou 17 zx25 TR HEH 69 Jiyu 69
7x6 el 527 18 Mengdou 18 7x26 9 FHHE 72 Jiyu 72
2x7 LT L il % 14 Liaodou 14 2x27 AR FHH 63 Jiyu 63
7x8 TTFL i % 15 Liaodou 15 7x28 TR HEH 67 Jiyu 67
7x9 7L i & 16 Liaodou 16 7zx29 HApT H Y& 39 Heinong 39
2x10 LT L 1L % 17 Liaodou 17 zx30 MV H M4 40 Heinong 40
zx11 TTL i % 19 Liaodou 19 7x31 MV H A4 43 Heinong 43
zx12 LT L il & 20 Liaodou 20 zx32 AT H 4 44 Heinong 44
zx13 MV H 43 35 Hefeng 35 7x33 MV H M 45 Heinong 45
14 BIpil H 4°F 25 Hefeng 25 zx34 AL H A 46 Heinong 46
zx15 BT H 47 42 Hefeng 42 zx35 MY H 4% 48 Heinong 48
zx16 T7L 23 29 Tiefeng 29 zx36 BT H M 49 Heinong 49
2x17 7L 3 30 Tiefeng 30 2x37 MV H YT 19 Heihe 19
7x18 LT L 3 31 Tiefeng 31 7x38 MV H 2%4% 8 Suinong 8
zx19 LT L %3 32 Tiefeng 32 zx39 MV H 2%4% 14 Suinong 14
220 7L #:7F 33 Tiefeng 33

I: Inner Mongolia; H ; Heilongjiang; L.: Liaoning
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N T I BT AN RLEHE LAY SSR 7 et
PR P BB AR, BENLG L T 45 X514, it
JHEE PCR SRR AFREA T o , e 67 T it 1 .G,
C, 1.0 M A, \G.B, Bfy 12 XJ SSR 5 #3715 iy H 2
ABIFRIZNE X 12 X513 Y 50 SEAAE
S BEXEG PTA DN ) A0 A8 S BT 2 ~ T Z I8 PR
X5 SRR SFR(Ap) g 4.17 A~ AT IFE H,
SSR FRic 7 KA R 38 A4 Z2 R HER
re ), LRI A R R B Z 1 5 1) satt020 , G
T 7 A4 e Prh 24 1,2) o SSR 51 27451k
5 E & (PIC) JLRI7E 0. 285 ~ 0. 898, -4 0. 595 (=
3) , PIC {EAS AR/ INEHRFAGIN S ) S5 HE R KR H A

3 K SSR i A AL 2R
Table 3 Diversity of SSR loci and genes in soybean

M5 L Nl Rt
No. :ncus Repeatjz unit  Linkage z&oup Number e
of allele PIC

1 sau335 (ATT)12 F 4 0.898
2 satt020 (ATT)16 B2 7 0.651
3 satt590 (ATT)26 M 3 0.647
4 saS93  (ATT)15(TTG) A 3 0.285
5 satt505 (ATT)14 G 2 0. 506
6  satt309 (ATT)13 G 2 0.526
7 satt210 (ATT)25 M 3 0.592
8  satt578 (ATT)11 Cl 4 0.468
9  satt516 (ATT)19 F 3 0.353

PIC : polymorphism information content
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BI1 Sat020 fi7 15 SSR 2451 (6% PA)
Fig. 1 SSR Polymorphism at locus Satt020

2 Satt358 {ii 5. SSR Z75M: (6% PA)
Fig.2 SSR Polymorphism at locus Satt358
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kb48 St {5 ¢ Z el AT BH AL R B 1, 22

HZHFR S LXK oy

WFFEHET SSR 4521, 15 2 i A (bRl A9 38t 1%
HAALZR B, 23 M B A DR S AR B R T A - 1y 38
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IRIESE T o AR S SE P B H e 28R B R 7
AT T A, Horh Rongwen 45 (1995) 78 96 /> 1
FEEF A ARKE R TR b, AR E 11 ~ 26 A5 AR
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Fig.3 Dendrogram of soybean accession on SSR data
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SRR AL 2 ~T AP 417 A R £
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By R G AR R G B JF, S KRG8
Soja WV J& PTG 24 03 G5 S A — B, W B A KA
BIE KRG AR AL T 2K Bk E . B
AR R IR 35 K 52 10 °F- 34 35 4% R 25 43 531 o 0. 2595
F10.1895, XA K G Z &M AR KEF
B P, AT AR R AR 2 R AR b b DX B AR K S A
LTS TR R AR AR B K TG AR, R
58 AR ALK TR AL SR
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