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Abstract

B — conglycinin is major composition of 7S globulin. It represents approximately 25% of the

protein in a soybean seed,and affects the nutritional quality and functional properties of soybean protein

in soy protein foods. In this review , the general features of soybean B — conglycinin were reviewed ;the ac-

cumulation regular of soybean  — conglycinin subunits were described ;the genetic variants of soybean

— conglycinin and foundation information of genes encoding soybean B — conglycinin are summarized.
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Fig. 1 Restriction sites of 5" flanking region of the a’ — subunit gene (A) and B — subunit

gene (B) of soybean B — conglycinin
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Fig. 2 Intro — exon structure of o’ — subunit gene (A) and  — subunit gene (B) of soybean @ — conglycinin
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