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(College of Agronomy , Shenyang Agricultural University, Shenyang 110161)

Abstract Effects of major components of PCR amplification on soybean SSR detection results
were studied. A SSR detection system suitable for soybean was established with improved PCR
reaction system, PCR program and silver staining method. The optimized PCR amplification sys-
tem was 10 X Buffer 1. 00uL, 2. 00 ng/pL template DNA, 0. 15 pmol/L SSR primer, 150.
00pumol/L dNTPs, 0.50 U Taq enzyme, 2. 00 mmoL/L Mg*" , adding ddH,O to terminal volume
10. 00 pL.. The optimized PCR cycles started at 94°C (3min) , followed by 35 cycles of 25s at 94 C,
25s at 47°C and 30s at 72°C, and then extended 5min at 72°C. The optimized soybean SSR detec-

tion system was proved more economic and useful.
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Fig. 1 Effects of different PCR components on SSR amplification of soybean
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