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Table 1 Statistical data of samples collected
(%)
Quality character Group Sam ple Mean Range SEC /SEP
23 39. 66 34.17~44.27 2.83
Potein content 26 39. 87 35.91~43. 64 2.18
18 20.73 17.77~23.61 1.39
Oil content 43 20.43 17.93~22.19 0. 88
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( SO Table 3 Contrast between NIR analysis and chemical
090711) ’ analysis by calibration samples
N N Protein 0il
2. District Nir Lab Nir Lab
5 S 2.81 2.83 1. 11 1. 14
r 0. 905 0.9737
Table 2 Results of calibration F 0.98 0.95
t 0.07 0.09
Quality character Sample ANL LAB Slope Bias Fo.os=1.93 to 05— 2. 06
23 39.87 39.66 0.9748  0.7969 4 ( )

Protein content

18 20.95 21.05 0.8643 2.9424
Oil content

Table 4 Contrast between NIR analysis and chemical

analysis by prediction samples

:ANL ; LAB,

N 0.9905.0.9737,
; NIR

District Protein 0il
T 0.9878 0.9772
R? 0.9757 0.9549
Bias -0.11 -0.04
MSE 0.093 0.038
2.3
’
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Table 5 Evaluate result of calibration model by

prediction samples

Quality character r R2 Bias MSE
FOSS
0.9736 0.9479 0. 16 0.27
FOSS Protein Model
0.9735 0.9478 -0.06 0.25
Protein Calibration Model
FOSS
0.9503 0.9031 -0.19 0.13
FOSS 0il M odel
0.9504 0.9033 0. 01 0.07
0il Calibration Mo del
: MSE, MSE=H(Y;-y);2/N
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NaQ TOLERANCE OF DIFFERENT GENOTYPES IN SOYBEAN
UNDER TISSUE CULTURE

Wang Ping' Wang Gang® Ji Jing’

(1. Ocean School, Huaihai Institute of Technology . Lianyungang 222005;
2. Agriculture &. Bioengineering College, Tianjin University, Tianjin 300072)

Abstract NaCl tolerance was researched by observing emergence rate, seedling height and length of hy po
cotyl under solid medium with three genotypes in soybean. The results showed that there was a difference
in N aCl tolerance among the different genotypes of soybean. Dongnong 46 was weak for N aCl tolerance.
Among three characters of seedling stage, seedling height and length of hypocotyl showed to be more sen
sitive to NaCl. The increase of seedling height and length of hypocotyl was inhibited when the medium was
added with 35~65 mmol/L NaClL

Key words Soybean; Genotype; NaCl tolerance
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STUDY ON ANALYSIS OF SOYBEAN QUALITY BY NEAR
INFRARED TRANSMITTANCE SPECTROSCOPY

Yao Xinmiao Zhang Ruiying Li Xiahui Cheng Aihua Zhang Xiaobo Gao Chunxia

( Inspection and Testing Center For Quality of Cereals and Their Products,
Ministry of Agriculture, Harbin 150086)

Abstract To study the rapid analysis method for soybean quality, 572 soybean variety samples were cotl
lected from four provinces in Northeast China. Soybean protein and oil content were analyzed by near in
frared transmittance spectroscopy without destroying. Calibration model were established with data from
chemical analysis and absorbed spectrum of calibration samples to improve the accuracy of prediction re
sults. Satisfied r* 0. 9757 (protein), 0.9549 (oil) and SEP 2. 18(protein), 0.88(oil) were achieved. Re
sults showed that near infrared transmittance spectrum techniques could be applied in soybean quality de
termination, generation selection in soybean breeding program and soybean quality classification. Abun
dant samples and varieties applied in this research made the prediction model more practicable.

Key words Soybean; Near infrared transmittance spectroscopy; Calibration; Prediction



