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P196983 . Kwanggyo- N | BN 1138-2 0. 1M.
1138-2 18-6 pH7.5 (g 5ml.
X X ° Fi ) ’
F> . 2005 F> )
Fa:3 . SC-11 t
) 11382 . )
1.2 . .
Pi.P2.Fi 2 Fz:s, X .
1 SC-11
Table 1 Segregation reactions of the F, population and F; 5 lines from resistant (R)X susceptible(S) crosses to SC-11
No. of plants
x2 p
Cross or parent
T otal R Seg S
P196983(P ) 20 20 0
P196983X 1138-2(F ;) P196983X Nannong1138-2(F) 6 6 0
P196983X 1138-2(F,) P196983X Nannong1138-2(F,) 158 121 37 0.14(3 * D 0.75~0.50
P196983X 1138-2(F, :3) P196983X Nannong1138-2(F;:3) 102 26 56 20 1.69(1 *2 ¢ 1) 0.50~0.25
1138-2(P,) Nannongl1138-2 (P,) 20 0 20
(P,) Dabaima (P;) 20 20
X 1138-2(F) dabaimaxX Nannong1138-2(F;) 12 12
X 1138-2(F) dabaimaxX Nannong1138-2(F,) 117 83 34 0.82(3 * D) 0.50~0.25
X 1138-2F3(F;:3) dabaimaX Nannong1138-2(F, :3) 141 45 68 28 4.28(1 22 1) 0.25~0. 10
1138-2(P,) Nannongl138-2(P;) 25 25
18-6(P;) Nannongl86(P;) 20 20
18-6X Kwanggyo (F;) Nannongl86X Kwanggyo (F;) 8 0
18-6X Kwanggyo(F,) Nannong18 6X Kwanggyo (F,) 199 154 45 0.48(3 * 1) 0.50~0. 25
18-6X 1138-2(F; :3) Nannongl8 6X Kwanggyo (F; :3) 219 63 105 51 1.68(1 *2 1) 0.50~0.25
Kwanggyo(P;) Kwanggyo (P2) 30 30 0
1 (Py) Kefengl(P;) 25 25 0
1 X 1138-2(F;) Kefeng1X Nannong1138-2(F,) 15 15 0
1 X 1138-2(F,) Kefeng1X Nannong1138-2(F,) 213 163 50 0.19(3 * D 0.75~0.50
1 X 1138-2(F; :3) Kefeng1X Nannong1138-2(F; :3) 173 48 93 32 3.94(1 2 D) 0.25~0. 10
18-6X (F;) Nannong18-6X Pixianchadou(F) 7 7 0
18-6X (F2) Nannong18-6X Pixianchadou(F;) 235 166 69 2.16(3 * 1) 0.25~0. 10
(P,) Pixianchadou (P>) 20 20 0
22(P;) Qihuang22 (P) 20 20 0
22X 1138-2(F;) Qihuang22X Nannong1138-2 (F) 10 10 0
22X 1138-2(F,) Qihuang22X Nannongl138-2(F,) 161 126 35 0.75(3 * D) 0.75~0.50
30(P;) Youbian30(P) 25 25 0
30X 1138-2(F;) Youbian30Nannong1138-2(F) 11 11
30X 1138-2(F,) Youbian30Nannong1138-2(F;) 175 132 43 0.002(3 * 1) 0.95~0.90
: R , S s Seg
R represents resistant S represents susceptible Seg segregation lines
1138-2 18-6X 5 Fi
2 P2 30
s Fa:3 1 2 1
2.1 s P196983. Kwanggyo. 1
7 ~ SC’ll
1, PI96983X 11382, X ’ .
1138-2, 186X Kwanggyo, X 2.2
2 22 % 30. P196983
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Kwanggyo  F1 2 , 2 . X 1
30 22.P196983  Kwanggyo . X X 30.P196983
SC-11 , X N 1 X Kwanggyo [ I5R ¢
1S , 1
, , 30. + P196983
) ) ) Kwanggyo 1 SC-11
30 22.P196983  Kwanggyo ) 2
SC-11 ,
2 F, SC—11
Table 2 Segregation reactions of the Fy population from RX R crosses to strain SC-11
No. of plants )
2
Cross Total R Seg s (s '
P196983 Kw anggyo 193 193 0
X 1 (Fy) DabaimaX Kefengyil (F;) 131 118 13 2.42 0.25~0.10
1 X Kwanggyo(F,) KefengyilX Kwanggy o(F2) 164 150 14 1.10 0.75~0.50
P196983X (F) PI96983X Pixianchadou (F,) 98 88 10 1.98 0.50~0.25
X (Fy) DabaimaX Pixianchadou (F,) 225 208 17 0.13 0.75~0.50
22X 30(F3) Qihuang22X Y oubian30(F;) 97 97 0
X 30 (F3) DabaimaxX 30 (Fp) 193 174 19 3. 66 0.10~0. 05
: R , S ,» R represents resistant, S represents susceptible.
[3 [4] F»
3 3R 1S , ,
2~3 ,
18-6X Kwanggyo SC-11
40 »30  Kwanggyo ,
8 Fi 3 , Iz ’
4 : (1) 3 (2) ,
, ;3 (3) 3 (D ,
Chen 7. tl , ’ ’
JF2 30 REND:L (S Pro
X 1138-2 sC-11 R
Fi.F2 s ( ’ "
40 DOF1 12 7
F» ( )
Chen "
F» [13 , [ 16]
, . Chen "
, 1 22 : 1.
1138-2 F2 SC-14 , F-
3R *1S ) IR #2N *1S 32+
, SSR ) ,
F2 ( Do Zheng '
. Chen 77 F. 3 . Ma 'V ) ,
(R-N) 418 .
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STUDIES ON INHERITANCE AND ALLELISM OF RESISTANCE
GENES TO SMV STRAIN SC-11 IN SOYBEAN
Li Haichao Zhi Haijian* Bai i Yang Hua Ma Ying Liu Ning Wang Dagang
(National K ey Laboratory for Crop Genetics and Germp lasm Enhancement, Soy bean Research Institute
of Nanjing Agriculture University, National Center for Soybean Improvement, Nanjing 210095)

Abstract Seven soybean (Glycine max (L) Merr) cultivars with resistance to SMV strain SC-11, Kefeng
1, Pixianchadou, Dabaima, Qihuang22, Youbian30, PI96983 and Kwanggyo was crossed respectively with
a susceptible (S) cultivar (Nannong 1138-2 or Nannongl18-6) to determine the inheritance of their resist-
ance (R) reaction to SC-11. Each R parents were also crossed with each other to test the allelism of the re-
sistance genes. The results showed that a dominant gene controlled the resistance to SC-11 in each of
Kefeng1, Pixianchadou, Dabaima, Qihuang22, Youbian30, PI96983 and Kwanggyo respectively. The ab-
sence of S segregation in F2 populations of the crosses PI96983°X Kwanggyo and Qihuang22X Youbian30,
indicated that the single dominant gene in them were alleles at a common locus or very closely linked. Seg-
regation in the F2 populations from DabaimaX Kefengl, Kefengl X Kwanggyo, PI196983X Pixianchadou,
DabaimaX Pixianchadou, DabaimaX Youbian30 was consistent with a ratio of 15R *1S. It was inferred
that the resistance genes between Dabaima and Kefengl, Pixianchadou, Youbian30; between Kefengl and
Kwanggyo; between P196983 and Pixianchadou were not at same locus.

Key words Soybean; Soybean mosaic virus (SMV); Inheritance of resistance; Allelism



