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Fig.4 Comparison of the same area in linkage group F between the map of this study and pubic

soybean genetic maps of USDA / lowa universities and Nebraska universities
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IDENTIFICATION OF SSR MARKER LINKED TO THE RESISTANCE GENE OF SMV3 IN SOYBEAN

Teng Weili'  Li Wenbin' Qiu Lijuan2 Han Yingpengl Zhao Guiyun1
Guan Rongxia2 Chang Ruzhen’

(1. Soybean Research Institute of North East Agricultural University, Key Laboratory
of Soybean Biology Ministry of Education, Harbin 150030;2. Crop Science Institute
of Chinese Academy of Science, Beijing 100081)

Abstract M apping for soybean mosaic virus (SMV) resistant gene in F2.5 population derived from Zhongx
uan 95 - 5117 X HB1 was carried out with simple sequence repeat (SSR) markers by modified bulked seg
regation analysis ( BSA). Zhongxuan 95 — 5117 is resistant while HBI is susceptible to SM V3 strain.
SM V3 strain was inoculated on the parents and F2.5 population. The results showed that the resistance of
Zhongxuan 95— 5117 to SM V3 strain was controlled by one pair of genes. M apmaker /Exp3.0b was used to
study the linkage between markers and the resistant gene. Linkage analysis indicated that the resistance
gene was mapped on the linkage group F and was linked to two SSR markers Satt114 and Satt 362 with dis
tances of 2.3 ¢M and 8. 6 ¢cM, respectively. The orientation of the gene and markers was determined as
Satt114-2.3 ¢cM - RSMV3-8.6 cM - Satt 362.

Key words Soybean; SMV; Resistant gene; SSR marker
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