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32 ( 2. D6D 18
PCR ). PCR ( 2.
D6D . 32 . PCR 2
18 ). 56. 25 %, 1. 12%
pLin61 ) (
1200bp s ;
. . ) e

ir—12¢13 15016 1T

2 PCR ( bar D6D PCR 4+1 )
1 DL2000; 2 pGA® — DSA PCR ;3 PCR ;4-25 PCR
Fig. 2 Identification of putative transgenic soybeans by PCR. Each sample lane contains the PCR product mixture derived from
target gene D6D primers and from selectable marker gene bar primers.
Lane 1 DL2000 DNA ladder; Lane 2: PCR product derived from plasmid pLIN61 template; Lane 3: PCR product derived
from wild - type soybean; Lane 4 - 25. PCR product derived from putative soybean transformants.

2.3 Southern ( 3
D6D Southern WT). PCR ,
« 3 PCR PCR ,
Southern , D6D .
1-2 3 1 .
'
3 Ty Southern
1-32 EHAI101 s WT

Fig. 3 Southern blot analysis on putative primary transformants( To) of soybean

Lane 1-32: putative soybean transformants mediated by EHA101; WT: wild — type soybean DN A

M CKWT'1 2 3 45 6 7 8 9 10 111213 14 15 16 17 18

4 RT -PCR

M DL2000; CK+ pLIN61 PCR ; WT PCR ; 1-18 RT - PCR
Fig. 4 Expression analysis of target gene D6D in transgenic soybeans by RT — PCR
M: DL2000 DN A ladder; CK": PCR product of plasmid pLIN61; WT: wild- type soybean; Lane 1 - 18: transgenic soybean
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AGROBACTERIUM - MEDIATED TRANSFORATION OF SOYBEAN WITH THE EXPRESSION
VECTOR CARRYING TWO SEPARATE T - DNAs
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Abstract The co - transformation expression vectors pLIN61 carrying two separate T — DNAs with select

able marker gene and A° — desaturase gene was used to transformed soybean cotyledonary nodes mediated

by Agrobacterium tumefaciens strain EHA101. A batch of transgenic soybeans harboring A’ _ desaturase

gene were obtained through Glufosinate screening. Research results demonstrate that the transformation

efficiency, co — transformation frequency and real transformation frequency wrer 2. 0%, 56.25% and

1. 12 % respectively. PCR detection and Southern analysis confirm that borage A° _ desaturase gene Gas in

tegrated into soybean genome. RT — PCR detection showed that borage A’ _ desaturase gene had expressed

at transcriptional level in the transgenic soybeans.
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