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Table 1 Name and number of materiles
Num ber Name Number Name Number Name
A 14 K 40 T
B 3 L 01 -64 ( ) U 5
C 01 - 336( ) M 01 - 509( ) \ 34
D 10-7 N 01 -581( ) \4 8
E 3 0 01 -118( ) X 11905
F 01 - 425( ) p 41 Y
G 01-14( ) Q 25 z 103
H 3 R 2 #
I 35 S 01 —410( ) &. 7
J 37
1.2 DNA
CTAB , Rogers e 2
1.3 PCR
1.3.1 25 111, 20 5 DN A
ng DNA ’ 10X PCR Buffer [(W/Mg): 37.01 —336( )
20 mM M gSOs, 100mM KC1L 80 mM (N H4 )2S04, 4 80
100mM Tris— HCL, pH =9.0,0.5% NP -40] 2.5 40 )
], 10mmol 4X dN TPs 0. 5¢1, 104M 10 25 ( 1) (
1 %], Tag DNA 1.5 U ddH20 . 2)
25#10 . 28 (8 20
1. 3C2 PCR . °9c4 Cgmln, RAPD 9 141
94 L30s, °C37 Imin, 72 L 2min, 40 100bp —2500bp X 350bp —
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Life Express 214 ( 2), 1« 2,
3), 15-16 141
1.3.3 PCR 1.8% ’
. 0. 5X TBE, Table 2 Sequences of selective primers
6 M, 80v,3-3.5h
(EB) 20 min, Number of primer Sequence of base Number
A-01 CAGGCCCTTC 11
1.3. 4 A-02 TGCCGAGCTG 6
o Lab K DNA A-07 GAAACGGGTG 18
—works ’
Fxcel B- 04 GGACTGGAGT 18
B- 05 TGCGCCCTTC 15
DNA 0 C-02 GTGAGGCGTC 24
1( 1 O) C-13 AAGCCTCGTC 19
NTSYS — pe V2. 02a C-16 CACACTCCAG 18
D-13 GGGGTGACGA 12
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Fig. 4 Phylogenetic map of 28 cultivars in northeast area (8 populations of Glycinne soja and 20 varieties of G. max )

Number and name were showed in Table 1 and 2.
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STUDIES ON GENETIC RELATIONSHIPS AMONG NORTHEAST
SOYBEAN CULTIVARS OF CHINA BY RAPD

Zheng VVeihong]'3 Tian Chengliang3 Wu Junjiang2 Liu Liyunﬂ " Sun Jianqiu3

(1. Schoolof Life and Environmental Sciences, Wenz hou University, Wenzhou 325027;
2. Soybean, Institute Heilongjiang Academy of Agricultural Science Harbin 150086;
3. Collegeof Life Science and Technology, Qigihar University, Qigihar 161006)

Abstract The genetic relationships among 8 populations of Glycinne soja and 20 varieties of G. max from
northeast of China were analyzed by RAPD method. 141 bands were amplified totally with 9 primers, in
which 6 bands were homologous, 21 bands were unique and 114 bands were polymorphic respectively. The
results showed that there were high polymorphic between G. wja and G. max in Northeast of China. Phy
logenetic tree of cultivars was obtained through UPGMA cluster analysis. All cultivars were clustered at
0.45 to 0. 80 distance level, 5 clusters were branched at 0.57. Wild species( G. wja 01 — 336)and cultivar
( G. max Heinong 40) were clustered solely from other cultivars, and the rest were crossed and divided to
8 clusters again. In the same cluster, the relationships of the wild species were closed and insulated signifi
cantly with cultivars. In the different clusters, the relationships of the wild species were far and the segre
gation was stronger than G. soja and G. max that of the same cluster.

Key words Soybean; Cultivars; Genetic relationships; RAPD

( 129 )

root activity were not affected obviously by the decreasing of potassium concentration; but for the variety
Tie 95068 — 5 sensitive to potassium, just the reverse was true. Under the condition of low potassium con
centration, the expressions of root characteristics in Tiefeng 31 were beneficial to forming high yield. So
Tiefeng 31 can be used as parent in breeding program for varieties tolerant to low potassium level or direct
ly planted as available variety in the soil with low potassium concentration.

Key words Soybean tolerant to low potassium level; Root; Morphological characteristic; Physiological

characteristic



