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A REVIEW OF QTL RESEARCH IN SOYBEAN

Yang Qingkai

Li Wenbin Liu Yingxue Guo Qiang Zhang Lina

(Soybean Research Institute of Northeast Agricultural University, Harbin 150030)

Abstract QTL mapping is to identify the location of genes that control the quantitative traits in genome based

on the linkage map, the linking relation of molecular markers and the QT L, as well as the molecular tagging

technologies. The current literatures of QTL mapping for soybean agronomic traits, physiological traits, pest—

resistance traits, and marker assisted breeding and so on were reviewed in this paper.
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