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1 GCCGAATTCC CAACTCCTTC AAACTT ATTA ACACTTTCCT TAGTTCAATA TGGGGAAGCC
PRIMER

61 CTTCTTCACT CTCTCTCTTT CTTCCCTTTG CTTGCTACTC TTGTCGAGTG CATGCTTTGC

121 ATTACCTCC AGCAAGTTCA ACGAGTGCCA ACTCAACAAC CTCAACGCGT TGGAACCCGA

181 CCACCGCGTT GAGTCCGAAG GTGGTCTTAT TGAAACATGG AACTCTCAAC ACCCTGAGCT

21 GCAATGCGCC GGTGTCACTG TTTCCAAACG CACCCTCAAC CGCAACGGC C T CCACTTGCC

T C
301 ATCTTACTCA CCTTATCCCC AAATGATCAT TGTCGTTCAA GGGAAGGGAG CAATTGGATT
361 ATCATTTCCG GGATGTCCTG AGACGTTTGA GAAGCCACAA CA G CAATCAA GCAGAAGAGG
A
21 CTCAAGGTCG CAGCAGCAAC TACAAGACAG TCACCAGAAG ATTCGTCACT TCAATGAAGG
481 AGACGTACTA GTGATTCCTC C TGGTGTTCC TTACTGGACC TATAACACTG GCGATGAACC
T

41 AGTTGTTGCC ATCAGTCTTC TTGACACCTC CAACTTCAAC AATCAGCTTG ATCAAAACCC

601 CAGAGTATTT TACCTTGCTG GGAACCCAGA TATAGAGCAC CCAGAGACCA TGCAACAACA

61 GCAGCAGCAG AAGAGTCATG GTGGACGCAA GCAGGGGCAA CACCAGCAGC AGGAGGAAGA

71 AGGTGGCAGT GTGCTCAGTG GCTTCAGCAA ACATTTCTTA GCACAATCCT TCAACACCAA

781 CGAGGACACA GCTGAGAAAC TTCGGTCTCC AGATGACGAA AGGAAGCAGA TCGTGACAGT

841 GGAGGGAGGC CTCAGCGTTA TCAGCCCCAA GTGGCAAGAA CAAGAAGACG AAGA C GAAGA
T

01 T GAAGACGAA GAATATGAAC AAACTCCCTC TTATCCTCCA CGACGACCAA GCCATGGAAA

C

%61 GCATGAAGAT GACGAGGACG AGGACGAAGA AGAAGATCAA CCTCGTCCTG ATCACCCTCC

1021 ACAGCGACCA AGCAGGCCCG AACAACAAGA ACCACGTGGA AGAGGATGTC AGACTAGAAA

1081 TGGGGTTGAG GAAAATATTT GCACCATGAA GCTTCACGAG AACATTGCTC GCCCTTCACG
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1141 TGCTGACTTC TACAACCCAA AAGCTGGTOG CATTAGCACC CTCAACAGTC TCACCCTCCC
1201 AGCCCTCCGC CAATTCGGAC TCAGTGCCCA ATATGTTGTC CTCTACAGGA ATGGAATTTA
1261 CTCTCCACAT TGGAACTTGA ACGCGAACAG TGTGATCTAT GTGACTCGAG GGAAAGGAAG
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1561 GCTCAAGTAT

CAAGGAAACT CAGGCCCTTT GGTCAACCCA TAAATAACAA CAAGCATATA

1621 TGAAGGTGTG GTGAGGCCAT CTTATATGAA ATAATATTAA AATATATTTT GTGTAATAAT

1681 AAAACTATGG CCTATGT
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c¢DNA CLONING AND PLANT EXPRESSION VECTOR CONSTRUCTION
OF SOYBEAN 11S GLYCUININ Gy5
Wang Peiwu, Liu Lingzhi, Chai Xiaojie, Zhang Jun, Qu Tongbao
(Biotechnology Center of Jilin Agricultural University, Changchun 130118)

Abstract The total RNA was estracted from immature seeds of soybean and directly used in single— stranded
(ss)DNA synthetic reaction. According to soybean 11S glycinin Gy5 ¢cDNA sequences in genebank, a pair of
primers were designed. Double — stranded (ds)cDN A was amplified by PCR. The amplified Gy5 ¢cDNA was
cloned into plasmid pUC 19 and sequenced. Fragment of the Gy5 ¢DNA in the recombinant plasmid was cut
with Pstl/EcoRI and ligated with plasmid Pcambial301, then a plant expression vector was constructed. It was
also transferred into A grobacterium LBA4404 in order to be utilized later.
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