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Table 1 Distribution of Satt309 alleles in susceptible and resistant accessions
A ccessions of IM or HR Susceptible accessions
Resistant rank Resdistant rank
Alleles
Total No. 0 1 Total No. 3 5 7
Satt309— 1(125bp) 19 5 14 228 116 8 23
Satt309— 2(128bp) 20 16 4 2 2 0 0
Satt309— 3(131bp) 26 8 18 203 O 0 14
Satt309— 4(134bp) 80 29 51 36 23 10 3
Satt309—5C  138bp) 1 1 1 1 0 0
Satt309— 6(14%p) 3 1 26 15 10 1
125bp. 131bp  149bp : 131bp  149bp :
, 128bp  134bp , 4
72.46% . 2.2
21 1.3.4.6 17
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Table 2 Charactenstic of alleles in resistant accessions
No. Type Resigant No. to each races
0 1 - .
Original Province 1 2 3 4 5
™M HR  Landrace Cultivar
1(125hp) 5 14 14 6 NN 10 67 57 27 1"
2(128hp) 16 4 5 15 (s, 1, oo, ) 67 1 15 7% 8"
3(131hp) 8 18 19 6 8 127 5 17 3
4(134kp) 29 51 73 7 497 97 64 7 27 67
5C  138bp) 1 0 1 0 1" 0 0 0 0
6(149hp) 1 2 2 1 @. (D 0 17 1 17
« x» ) « ,
2.3 , 2 12
) 1 H 4
—5 . 3 1 , 15 .
’ 92. 96%
71.06%  32.94%; 2 5 36.41%.
3
Table 3  Distribution of accessions resistant to each races
Type Alleles
Races No. 125h 128b 1311 134 138bp 14% Original Province
Landrace Cultivar P P r P P P
] 14 12 2 4 2 4 3 1 0 @, . . 4
60 54 6 6 4 4 46 0 0 Q. . 11
) 2 0 2 0 1 0 1 0 0 .2
27 24 3 6 0 12 8 0 1 9. © . 9
3 38 28 10 0 12 2 23 0 1 Q. (D. « 5
52 48 5 3 3 41 0 0 25. 0. 3. 9
4 12 5 7 2 7 1 0 0 . . 3
5 12 0 12 1 7 2 0 0 ®. . 3
7 0 7 0 1 1 0 1 3
T 66 40 26 5 2 8 29 1 1 7
151 282 27 19 15 21 101 0 2 15
3 ’ 1 ’ 128bp
’ 134bp H 5
’ H ) ~
: 131bp. 19 128hp :
134bp  125hp : 134bp .
: 125bp  131bps 3 . 4 5
0} 1 -~ 4
: 128bp  134bp . 4 : 1 3
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Table 4 Distribution of accessions with different resistance rank

128bp 134bp
Accessions No.of accessions No. of 128p alleles No. of 134bp alleles No. of other alleles
Two resisance 6 10 47 125bp(5) . 131bp(3)
Three resistance 4 3 1 0
2.5 Satt300 . 88% ,» 134bp
Cregen(1999)  Satt309 Satt309— 5 C 5.
. 1.3 6 , Satt309 92.32%,
1.2 4. 80.54%.
. 128bp.149hp  131bp Satt309 21 ,
5 Satt309

Table 5 Efficiency of Satt309 in SCN phenotype identify

R s %)
Alleles T 0 1 T 3 5 7 Total No. Efficiency

Satt309— 1(125bp) 19 5 14 28 116 89 23 247 -

Satt309— 2(128bp) 20 16 4 2 2 0 0 2 9. 91

Satt309— 3(131bp) 26 8 18 203 99 90 14 29 8. 65

Satt309— 4(134bp) 80 29 51 36 23 10 3 116 8. %

Satt309—5C  138bp) 1 1 0 1 1 0 0 2 50
Satt309— 6(14%p) 3 1 2 26 15 10 1 29 89. 66
100%, SCN
68.75%. . 4 5
, SCN
,
. . . 1~5
, ) Satt309
. , 16 128bp
3 14 . 2
SCN .
Satt309 128hp
’ Satt309
1 . 1
.
’ <N . 92.13% 125bp. 131bp

149hp : .



250 4
128p  134bp .
72.46% . 71.27%
.87.69% 100%6
’ SCN ]hgl ’ : -
C (1999) L1999, 17¢1): 9— &2
regan
’ & 2 , , . [n.
’ : ’ 2000, 2(4). 71— T4
Satt309 the1 SSR ) 3 . (-
0.4 M ). R .2000, 2(1): 73— 75.
; Peking ~ PIg8788”, ¢4 - - - -
L1999, 15(4): 19— 2.
’ ’ 5 Mudge. J, P. B. Cregan, J. P. Kenworthy et al. Two Microsatellite Markers
’ ’ That Flank the Mapr Soybean Cyst Neamatode Resistance Locus[ J] . Crop
s Sci. 1997, 37. 1611— 1615.
y Mudge Cregan 6 Cregan. P. B, J.Mudge E W. Fidus et al. Two Simple Sequence Repeat
, 21 36 [56] , markers to select for soybean cyst nematode resigance conditioned by the
thgl bcuy J] . Theor. Appl. Genet. 1999, 99. 81 1— 818.
’ 7 Bran Diers, Prakash Arelli. Genetics of Resistance to Cyst Nematode Re-
’ sstance[ A] . Proceedings of China & Intemational Soybean Conference
s &&xhibition. 2002; 36— 37
. 8 Concibido. V. C, D. A. Lange R Denny et al. Genome Mapping of Soy-
, bean Cys Nenatode Resstance Genes in ’ Peking’, PI9763, and
PI88788 Using DNA Markers J] . Crop Sci. 1997 37:258— 264.
’
9 ) . [J-

1999 (1): 38— 40.

CHARACTERISTICS OF ALLELES AT SATT 309 LOCUS ASSOCIATED
WITH r2g1 GENE RESISTANT TO SCN OF CHINESE SOYBEAN GERMPLASM

Wang Wenhui'>  Qiu Lijuan' Chang Ruzhen' Ma Fengming® Xie Hua' Lin Fanyun"

(1. Key Lab of Crop Germplasm &Biotechnology, Ministry of Agriaulture, Institute of

Crop Garnplasn Resowrces, Chinese Academy of Agricultural Sciences, Beijing 100081;

2 Northeast Agriculture University, Harbin, 150030; 3 Northwest Sci— Tech University
o Agriculture and Forest, Yangling, 712100)

Abstract

149 immure or high resistant accessions, 495 susceptible accessions and 21 accessions from U.S. A were an-

alyzed using SSR marker Satt309 which was closely linked to #1g1, the most important gene resistant to SCN. A total of
6 alleles were identified and the allele Sth between 134bp and 149bp was new, the two accessions with allele Sth were

immune and medium resistant to Racel separately. The results indicated that 92. 13 %4 susceptible accessions had one of

125bp, 134bp and 149%p alleles; while resistant accessions distributed at each allele, but most immune or multi— resis-

tant accessions were identified with 128bp or 134bp allele. 14 of 16 accessions with 128bp allele came from Shanxi

Province, which suggested that Shanxi Povince maybe was the original of accessions with 128bp allele. Results of the

paper can be references for the identification of resistant germplasm and breeding resistant to SCN.
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