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1 .

Table 1 Varieties ongination and locations of all the materials in the experiment
Na Name °N °E  Onigination Type No. Name °N °E  Origination Type
1 7Y D00088 50 127 \ 23 7YDO02819 39 112 w
2 50 127 C 24 39 112 C
3 7Y D00069 49 128 \4 25 7YD02903 38 111 W
4 49 128 C 26 38 111 C
5 7Y D00152 48 126 W 27 7YD03328 35 106 W
6 48 126 C 28 35 106 C
7 7Y D00471 46 129 W 29 7ZYDO03564 35 114 \4
8 46 129 C 30 35 114 C
9 7Y D00235 47 127 \ 31 7YD03485 34 113 w
10 47 127 C 32 34 113 C
11 7Y D00810 45 126 W 33 7YDO03510 33 114 W
12 45 126 C 34 33 114 C
13 7Y D00968 42 120 W 35 7YD04361 30 109 \4
14 42 120 C 36 30 109 C
15 ZYD001618 43 124 \ 37 7YD 04550 31 114 w
16 43 124 C 38 31 114 C
17 2YDO01915 42 123 \4 39 7YD 04958 26 117 W
18 42 123 C 40 26 117 C
19 7Y D02540 41 119 W 41 ZYDO05191 24 113 W
20 41 119 C 42 24 113 C
21 7Y D02726 40 116 \ 43 ZYDO05173 27 101 w
22 40 116 C 44 27 101 C
: W ; C
2 SSR
Table 2 SSR primers used in the ex periment
5 3
Locus Core motif 5 end primer(sense) 3 end primer(anti— sense)
1(SoyGPAT R) (CTT),CCCT(CTT), GGA AGA AAG TAT TGG TCT GT AGG AGA GAG TGG AGA GAT TA
2(BARC— Sat22) (AT )y GCC TTT TCT GAC TGT TAA CAG TGA CTA AAA CTT ACT AT
3(BARC— Sat39) (AT) CAA GAA TAATCT AAA GGT ACA AC AGT TAA AAA ACCCACACA AC
4(BARC— Sat26) (AG),, CGA AACGCA AAATCTC AAA ACG TAT CTG AAG TAG TGG
S5(BARC— Satt5) (TAA),, TAT CCT AGAGAA GAA GAA CTA AAA AA GTC GAT TAG GCT TGA AAT A
6(BARC— Satt9) (AAT) 14 CCA ACT TGA AAT TACTAG AGA AA CTT ACT AGCGTA TTA ACC CTT
7(BARC— Satt20) (ATT) GAG AAA GAA ATG TGT TAG TGT AA CTT TTC CTT CTT ATT CTT TGA
8(BARC— Satt22) (TAA,, TGT ATT TTA CCT TACCTT TGA AAC TGC CAC CAA TGA C
9(BARC— Satt30) (TAA) g AAA AAG TGT AAC CAA GCC TCT TAA ATC TTA TGT TGA TGC
10(BARC— Satt31) (ATT),, TTCCAC TTT GTA TCA CTT TC TGA CTG TAA AAG AAC AGA TAA A
11(BARC— Satt45) (ATT) TGG TTT CTA CTT TCT ATA ATT ATT T ATG CCT CTC CCT CCT

12(BARC— Satt77)

(ATT)

GAT CTA AAG TCT GAT ATT TTT AAC TA

AAA AGG AGA AGG GAG TTG AT
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SSR ANALYSIS OF WILD SOYBEAN ( G. soja ) AND CULTIVATED SOYBEAN FROM
DIFFERENT LATITUDE IN CHINA

Zhao Hongkun Wang Yumin Li Qiyun Zhang Ming Zhuang Bingchang
(Jilin Province Key Lab. On Agro— Biotechnology, JAAS, Gongzhuling, 136100)

Abstract DNA genetic variation of 22 accessions of wild soy bean and 22 accessions of cultivated soybean, which
were from different latitude in China, was studied by SSR technique. Forty pairs of soybean SSR primers were
sy nthesized according to published data, and 12 out of them had polymorphic alleles. Specific bands were ampli-
fied by primer 3 betw een wild soybean and cultivated soy bean, which showed this SSR marker was one of the al-
leles among wild soybean and cultivated soy bean. The data analysis showed that: The average genetic distance of
wild soybean and cultivated soybean were 0. 176 and 0. 150 respectively which agreed on the thesis that wild
soybean had more polymorphism than that of cultivated soybean. And also it provided a molecular proof that
wild soybean and cultivated soybean belonged to two species from the dendgrom at the site of genetic distance 0.
300, which conformed to phenotypic results.

Key words SSR; Wild soybean ( G. soja ); Cultivated soybean ( G. max ); Genetic diversity



