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Fig. 2 Kanamycin sensitivity tests on callus of soybean
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Fig. 3 Kanamycin sensitivity tests on embryos of soybean
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Fig. 4 Analyies of GUS activity in different developmental of embryo phases
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STUDY ON FACTORS LNFLUENCING AGROBACTERIUM —MEDIAGED
SOYBEAN TRANSFORMATION

Zhao Guilan Liu Yanzhi LiJunbo Xu Hongzhi Liu Li Yin Aiping
(Biotechnology Laboratory , Jilin Academy of Agricultural Science » Gongzhuling136100)

Abstract Npt—IT and Barnase gene was introduced into soybean( Glycine max (L. )Merr.))immature cotyle-
donous and cotyledon nodes by gene transformation mediated by A grobacterium tumefaciens.

Kanamycin resistant (km™) plantlets were obtained by 3—4 cycles screening in selective condition . The
presence of banase gene in the transgenic plants were confirmed by PCR. Results of PCR analysis proved that T
—DNA was integrated into the genome of soybean. Alterant plants positive for barase gene, the pollen grains in
complete male sterile were 98%4. Factors influencing agrobacterium— mediated soy bean transformation were in-
vestigated
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