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MICROSATELLITE MARKERS IN THE SOYBEAN GENOME
Liu Feng Chen Shouyi

(Plant Biotechnology Laboratory, Institute of Genetics,
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Abstract

Microsatellites are simple, tandemly repeated di-to pentamucleotide sequence mo—
tifs flanked by inique sequences. They are valuable as genetic markers because they are
co-dominat, detect high levels of allelic diversity and are easily and economically assayed
by PCR. Experiments reveal that microsatellites are distributed throughout the soybean
genome. The most abundant microsatellite motifs reported in soybean are ( AT) n and
(ATT)n, while (GA)n is most abundant in the human genome. There are 7- 10 alleles
at a single SSR locus, up to 26 alleles /locus. SSR markers can be expected to comple—
ment existing RFLP maps, are useful for genotype identification, gene and QT L analy—
sis, marker-assisted selection in breeding and pedigree analysis.
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