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Table 1 Anaiysis of variance among the treatment
ERKRE HBE 7r # Variance
Source | Degree

of of

variance|freedom

BOW |REEERARERESNE SHEK |V ¥ ZARE HER BRERRBERSY

Plant |Number| Seed [Compl- |Number | Num— |[Compl- |100-seed| Brown (Infection

height | of pod | weight [ete seed] of | ber of lete seed | weight | mottled| virus
per plant|per plant] weight | branch | nod % seed %| degree

AR 3 1949.792% 886.365%138.970%114.303%/10.832% | 8.569" (324.787% 4.052% |287.006%] 4.132%
Parents

Fi [ 5 1208.825% 497.1i3%101.665 | 79.701% 3.487% |11.404® | 26.741 | 6.361% | 76.624 | 1.214%
Hybrid
Fitli® 18 52.455 |131.590 31.571 | 21.735 | 0.173 | 0.801 | 30.848 |0.328 | 24.179 | 6.574
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Table 3 Order of content of dominant gene in parents

fE R Character | % K JF fi  Order of parent
5 ;] f 3 > 2 > 4 > 1
Plant height |
LR ‘ 2 > 4 > 1 > 3
Number of pod per plant |
T | e > 4 > 1 > 3
Seed weight per plant ; .
5 2R | ‘ 2 > 4 > 1 > 3
Complete seed weight ‘
I | 1 > 3 > 4 > 2
Number of branch 1
EEAN K 3 > 1 > 2 > 4
Number of nod
% 2R XK 4 > 3 > 2 > 1
Complete seed %
wORE F 4 > 3 > 2 > 1
100-seed weight
| omE R 4 > 2 > 3 > 1
Brown mottled seed %
®ORE® 2 > 1 > 4 > 3

!

Infection virus degree ;
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Table 4 Analysis of genetic parameter in parents and hybrid F,

el 5 Parameter BB WAE R Estimation of genetic parameter
— D F H Hy JHi/D—1% 0x% k2%
Character T 4Hy
L3 [ 639.884 —286.281  179.075 161.942 ©0.5290 1.2261 89.944 97.G65
Plant height
noB ¥ ¥ 249.957  137.479 1117.501 1027.254 2.114 0.2298 25.542  90.255
Number of pod per plant
Bk R R 43.294 45.583  222.560 193.750 2.267 0.2176 18.794 87.238
Seed weight per plant |
% &K | 36.422  46.273  235.237 208.682 2.547 0 2217 12,729  82.071
Complete seed weight !
4 B OB { 3.5753 1.028 3.265 2 771 0.956 0.2122 &7.007 97 54!
Number of branmch ‘
kil ¥ l 2.75%  —2.47! 4.583 3.554 1.200 0.1940 75.397 96.824
Number of nod
%2R R 99.014  80.513  89.789  80.763 0.9518 0.2249 30.022 73.919
Complete seed %
" OB & | 1.156 0.2394  6.366 5.076 2.3465 0.1994 44.724 96.173
100-seed weight '
B om R R ] 20.058 82.375 119.696 38.034 1.1528 (.2047 31.123  83.111
Browa mottled seed % |
oW F R ! 1.3472 1.6111 3.6620 3.1493 1.6487 0.2149 13.3333 97.7054
J

Infection virus degree
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ANALYSIS OF DAILLEL CROSS ANALYSIS AGRONOGMIC OF
CHARACTERS AND RESISTANCE TO VIRUS
OF SOYBEANS

Chen Yi Lan Yiaoyan Huang Chengyun Wang Binru

(Soybean Institute of Heilongjiang Academy of Agricultural Sciences)

Abstract

Incomplete diallel crossing was made by using 4 soybean genotypes
which have different resistance to virus, The result on genetic analysis
of 10 characters from 6 crosses and 4 parents indicated that their
genetic pattern all accord with additive-dominant model, The estimati-
on of genetic array variance (Vr) and covariance (Wr) showed that D82-
198 vairiety contents more dominant genes for virms resistance, number
of pod per plant, seed weight per plant and complete seed weight per
plant, Merit variety contents more dominant genes for controlling co-
mplete seed rate, rate of seed coat mottling and 100—seed weight,

Broad-sense heritability and narrow-sense heritability and domin
ant degree of all characters were estimated, H2,1% of infected virus
degree and rate of seed coat mottling was 97.7% and 83,1%, respecti-
vely,

Key words Variance; Dominant gene; Heritability; Soybean virus



